. Occurrence of BAF complex components during Schwann cell development in vivo. A. Co-immunohistochemistry with antibodies directed against Brg1 (red, left) or Baf60a (red, right) and Sox10 (green) on spinal nerve sections at E10.5, E12.5, E14.5, E16.5, E18.5 and P8. Nuclei were counterstained with DAPI (blue). Sections were from wildtype mice (WT) expression levels in mock-electroporated neural tubes were set to 1, and expression levels in the presence of shRNAs were expressed relative to it. Data shown in C-E are presented as mean ± SEM. Error bars represent the differences between biological replicates (N = 3).
Supplemental Experimental Procedures shRNAs
All shRNAs were expressed from pSuper plasmids. Targeted sequences included: 5'-GGGCAAGGTCAAGAAGGAACAGCAG-3' for rat Sox10 (Küspert et al., 2012) , 5'-CCAAAGCAACCATCGAACT-3' for rat Brg1 (Qiu and Ghosh, 2008) , 5'-GGTGGAATACGTCATCAAATG-3' for chicken Brg1, 5'-GGGATTATTTACTAGT GAACC-3' for chicken Baf60a.
Chromatin immunoprecipitation (ChIP)
For ChIP experiments chromatin was prepared from S16 cells and from sciatic nerves. S16 cells were treated with 0.5% formaldehyde for 15 min at room temperature before quenching, washing, swelling, cell lysis in 50 mM Tris-HCl pH 8.0, 40 mM EDTA, 0.5% SDS and chromatin preparation according to standard protocols. S16 cell chromatin was sheared to fragments of approximately 300-600 bp in a Bioruptor (Diagenode) by 3 sonication cycles of 5 minutes, each consisting of 30 seconds pulses separated by 30 seconds recovery periods using high power setting.
Sciatic nerve chromatin was prepared essentially as described (Jang et al., 2006) . For each sample nerves were collected from 25 pups of identical genotype at postnatal day 6, and minced in 1% formaldehyde for 15 min at room temperature. After quenching, washing, swelling, and homogenization, glass beads were added and sonication was performed in 7 cycles of 20 seconds (each consisting of alternating phases of 0.7 seconds pulse and 0.3 seconds rest) on ice using a Sonopuls HD2070 ultrasonic probe (Bandelin) to shear chromatin to 300-600 bp fragments. Sheared chromatin was clarified by centrifugation and quantified.
After pre-clearing with protein A sepharose CL-4B beads (GE healthcare, treated with BSA and salmon sperm DNA), 300 µg chromatin were incubated in 1 ml of 15 mM Tris-HCl pH 8.0, 150 mM NaCl, 1 mM EDTA, 1% Triton X-100, 0,01% SDS with 3 µg anti-Brg1 antibody (abcam ab4081) or control rabbit IgG (Sigma) for 2 h at 4°C, before protein A sepharose beads were added and incubation was continued overnight. Beads were then washed with buffers containing 10 mM Tris-HCl pH 8.0, 2 mM EDTA, 1% Triton X-100, 0.1% SDS and either 150 mM NaCl, 500 mM NaCl or 250 mM LiCl before transferral in 10 mM Tris-HCl pH 8.0, 10 mM EDTA and elution in 50 mM NaHCO 3 , 1% SDS. Crosslinks were reversed after adjusting NaCl concentrations to 280 mM by overnight incubation at 65°C. After proteinase K treatment, phenol/chloroform extraction and ethanol precipitation, precipitated DNA was dissolved in 50 µl 10 mM Tris-HCl pH 8.0, 1 mM EDTA containing 10 µg/ml RNase A. 
